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cysteine synthase B, 1122 
flagellar rotation, 222 
formate hydrogenlyase, 972 
gratuitous repression, 571 
iron acquisition, 163 
leu, 948 
lysis method, 354 
metE, 928 
phosphoenolpyruvate-phosphotransfer- 
ase, 351 
positive control of rha, 603 
pyrA, 972 
sulfocysteine synthase, 1122 
Serratia marcescens 
prodigiosin genes, 1128 
Siderophore 
A. ochraceus, 683 
A. vinelandii, 497 
Signal peptidase 
E. coli, 632 
Silver 
plasmid-determined resistance, 389 
Sodium p-hydromercuribenzoate 
selective agent for photosynthetic mu- 
tants, 659 
Sos 
induction in E. coli, 551 
Spiroplasma citri 
elementary helices, 23 
spollG 
cloning in B. subtilis, 507 


B. megaterium, 9, 809 
gamma particles, 253 
M. rouxii, 575 
P. blakesleeanus, 337 
S. cerevisiae, 337 
Staphylococcus aureus 
methicillin resistance, 513 
penicillin-binding protein, 513 
plasmid lde, 689 
sir 
Rhizobium spp., 580 
Streptococcus faecalis 
ATPase, 844 
ATPase amplification, 1157 
erythromycin resistance, 1172 
pAD1 pheromone response, 777 
proton gradients, 49 
tetracycline accumulation, 334 
tetracycline transport, 49 
Streptococcus lactis 


SUBJECT INDEX 


aggregation plasmid, 954 

antiport, 238 

conjugal transfer, 954 

glycolysis, 791 

pyruvate kinase, 791 
Streptococcus pneumoniae 

altered membrane potential, 1109 

autolysin, 1188 

fate of donor DNA, 1175 

methylase genes, 905 

wall degradation, 1188 
Streptococcus sp. strain V4051 

flagellar motors, 832 
Streptomyces spp. 

A-factor biosynthesis, 481 
Streptomycin 

Rhizobium spp., 580 

unstable determinant of A-factor, 481 
Subtilisin 

B. subtilis mutant, 411 
Sulfocysteine synthase 

S. typhimurium, 1122 
Synechocystis spp. 

selection of photosynthetic mutants, 659 


Teichoic acid 
autolysin attachment, 1188 
linkage to peptidoglycan, 990 
tet 
Bacillus plasmid, 134 
Tetracycline 
accumulation in S. faecalis, 334 
Bacillus plasmid pAB124, 134 
regulation of Tn/0 determinant, 910 
transport in S. faecalis, 49 
Thiobacillus ferrooxidans 
origin of replication, 737 
Thioredoxin 
C. vinosum, 1061 
Threonine dehydratase 
E. coli, 826 
Transport 
anaerobic electron, 180 
folate protein, 202 
proline in R. prowazekii, 460 
ribose in E. coli, 665, 674 
tetracycline, 49 
Transposon 
lactose, 866 
Mu-lac fusion, 488 
streptomycin resistance in Rhizobium 
spp., 580 
TnS, 148, 580, 621, 674, 826, 890, 897 
Tn/0, 632, 665, 216, 910 
Tn9/7, 777, 1172 
Tn95/, 866 
Tn/723, 134 
Tn250/ , 866 
Tn387/, 1172 
Trehalase 
activation by membrane-depolarizing 
agents, 337 
M. rouxii, $75 
Tremella mesenterica 
814 
tRNA 
E. coli, 615, 762, 769, 849, 934 
S. cerevisiae, 
E. coli, 1018 
Tryptophan 
starvation in E. coli, 1018 


vii 
plasmid cde phere protein. 
Spx 
q membrane growth sites, 425 SS 
nif, 404 
Ribosome 
proline transport. 460 eg 
RNA 


viii SUBJECT INDEX 
uncl 

E. coli, 820 
Vibrio spp. 

transposon mutagenesis, 890 


Yeast 
autoagglutination. 1152 


catabolite repression, 29 hexokinase, 29 
deoxycytidylate deaminase deficient, pheromone, 814 

645 phosphofructokinase, 94 
a factor, 1152 transformation, 1165 
GAL, 269 trehalase, 337 
galactose gene cluster, 705 Yersinia spp. 
gamma particles, 253 autoagglutination, 1033 
glutaminyl-tRNA synthetase, 530 virulence plasmids, 1033 


J. BACTERIOL. 


. 
= 
2 


